Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.005 Å; R factor = 0.046; wR factor = 0.104; data-to-parameter ratio = 7.5.
The title compound, C 33 H 26 N 6 O 2 , contains two 3-(quinolin-8yl)urea groups linked to a diphenylmethane. The asymmetric unit contains two molecules, A and B. Each quinoline plane is essentially parallel to the attached urea unit [dihedral angles = 8.97 (18) and 8.81 (19) in molecule A and 18.47 (18) and 4.09 (19) in molecule B]. The two benzene rings are twisted, making dihedral angles of 81.36 (8) in A and 87.20 (9) in B. The molecular structures are stabilized by intramolecular N-HÁ Á ÁN hydrogen bonds. In the crystal, each urea O atom is involved in two N-HÁ Á ÁO hydrogen bonds, generating two interpenetrating three-dimensional sets of molecules. 
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Data collection
Bruker APEX CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2001) T min = 0.972, T max = 0.973 65350 measured reflections 5737 independent reflections 4589 reflections with I > 2(I) R int = 0.104 Refinement R[F 2 > 2(F 2 )] = 0.046 wR(F 2 ) = 0.104 S = 1.00 5737 reflections 767 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.16 e Å À3 Á min = À0.17 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) y; Àx þ 1; z þ 1 4 ; (ii) y þ 1; Àx þ 1; z þ 1 4 ; (iii) Ày þ 1; x À 1; z À 1 4 ; (iv) Ày þ 1; x; z À 1 4 .
Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
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3,3'-Bis
Tren-based urea receptors with three urea units were recently reported showing high affinity and selectivity for various inorganic anions (Custelcean et al., 2005; Wu et al., 2008; Caltagirone et al., 2008) . In an earlier paper, we reported a seven-coordinated hydrogen sulfate formed with three tren-based ureas via six NH···O bonds (d N···O = 2.85-3.09Å) and one OH···O bond (d O···O = 2.57Å) (Pramanik et al., 2011) . In an effort to design selective receptors with a rigid framework, we synthesized a dipodal receptor consisting of a diphenylmethane linked with two quinoline groups. The title bis-urea compound contains two urea binding sites that could be an effective receptor for binding of variety of anions.
The bis-urea receptor crystallized in the tetragonal space group P4 3 with two molecules (Fig. 1) in the asymmetric unit.
The asymmetric unit contains two molecules -A and B. As shown in Fig. 1 , the two carbonyls of the two urea fragments of each molecule are oriented in the same direction. Two phenyl rings are twisted giving dihedral angles of 81.36 (8)° for A and 87.20 (9)° for B. Each pyridine nitrogen of the quinoline groups is involved in strong intramolecular hydrogen bonding with one NH group with N···N distances ranging from 2.625 (4)Å to 2.647 (4)Å. Each quinoline plane is nearly parallel with the attached urea group. There was no intermolecular hydrogen bonding between the two molecules. Each oxygen atom is bonded with two intermolecular NH···O hydrogen bonds with N···O distances ranging from 2.772 (4)Å to 3.293 (4)Å.
Similar H-bonding interactions were observed in a related bis urea receptor (Saeed et al., 2010) . In the extended structure viewed along the c axis, quinoline planes are found to be antiparallel (Fig. 2 ). No π···π stacking was observed between the aromatic groups.
Experimental
Synthesis of 1: 4,4'-methylenebis(phenylisocyanate) (500 mg, 1.99 mmol) was reacted with 8-aminoquinoline (576 mg, 3.99 mmol) in dichloromethane (500 ml) at room temperature under constant stirring. The mixture was refluxed for 5 h. A white precipitate was formed which collected by filtration. The precipitate washed by dichloromethane in several times and dried under vacuum to give a white solid (1.022 g, 95% yield). δ H (500 MHz; DMSO-d 6 ) 9.80 (2H, s, Ar-NH), 9.66 (2H, s, supplementary materials sup-2 Refinement H atoms bonded to carbons were positioned geometrically and refined using a riding model with C-H = 0.99Å, U iso (H) = 1.2U eq (C). H atoms bonded to N atoms were located on a difference map and their positions were refined independently with U iso (H) = 1.2U eq (N). (3) C32B-C33B-C34B 120.0 (3) C32A-C33A-H33A 119.8 C32B-C33B-H33B 120.0 C34A-C33A-H33A 119.8 C34B-C33B-H33B 120.0 C35A-C34A-C33A 121.1 (4) C35B-C34B-C33B 121.6 (3) C35A-C34A-H34A 119.4 C35B-C34B-H34B 119.2 C33A-C34A-H34A 119.4 C33B-C34B-H34B 119.2 C34A-C35A-C41A 120.2 (3) C34B-C35B-C41B 119.9 (3) C34A-C35A-H35A 119.9 C34B-C35B-H35B 120.0 C41A-C35A-H35A 119.9 C41B-C35B-H35B 120.0 C37A-C36A-C41A 119.1 (4) C37B-C36B-C41B 119.5 (3) C37A-C36A-H36A 120.4 C37B-C36B-H36B 120.3 C41A-C36A-H36A 120.5 C41B-C36B-H36B 120.3 C36A-C37A-C38A 119.6 (3) C36B-C37B-C38B 119.6 (4) C36A-C37A-H37A 120.2 C36B-C37B-H37B 120.2 C38A-C37A-H37A 120.2 C38B-C37B-H37B 120.2 N39A-C38A-C37A 123.8 (4) N39B-C38B-C37B 123.4 (4) N39A-C38A-H38A
118 C9A-N1A-C2A-C3A 0.9 (5) C9B-N1B-C2B-C3B −1.2 (5) N1A-C2A-C3A-C4A 0.5 (6) N1B-C2B-C3B-C4B −0.2 (5) C2A-C3A-C4A-C10A −1.1 (6) C2B-C3B-C4B-C10B 0.3 (5) C10A-C5A-C6A-C7A 0.9 (6) C10B-C5B-C6B-C7B −0.4 (5) C5A-C6A-C7A-C8A −0.3 (6) C5B-C6B-C7B-C8B 0.5 (5) Hydrogen-bond geometry (Å, °) D-H···A D-H H···A D···A D-H···A N11A-H11A···N1A 0.74 (4) 2.27 (4) 2.625 (4) 110 (3) N11A-H11A···O13A i 0.74 (4) 2.41 (4) 3.101 (3) 155 (4) N14A-H14A···O13A i 0.86 (4) 1.97 (4) 2.810 (4) 166 (3) N28A-H28A···O30A ii 0.78 (4) 2.05 (4) 2.827 (4) 170 (4) N31A-H31A···O30A ii 0.88 (4) 2.56 (4) 3.293 (4) 141 (3) N31A-H31A···N39A 0.88 (4) 
